In the molecule of the title compound, C 16 H 15 FN 2 O 2 , the benzene rings are oriented at a dihedral angle of 88.61 (3) . The five-membered ring adopts an envelope conformation. Intramolecular C-HÁ Á ÁN hydrogen bonds result in the formation of two planar five-membered rings. In the crystal structure, intermolecular N-HÁ Á ÁO and C-HÁ Á ÁF hydrogen bonds link the molecules, forming R 2 2 (8) and R 2 2 (18) ring motifs. Weak C-HÁ Á Á interactions may further stabilize the structure.
Related literature
For applications of pyrazolidin-3-one, see: Prakash et al. (2008) ; Nonaka (2003) ; Mabuchi & Ohtsuka (1999) . For a related structure, see: Liu et al. (2008) . For bond-length data, see: Allen et al. (1987) . For ring motifs, see: Bernstein et al. (1995) . 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968) T min = 0.969, T max = 0.991 2991 measured reflections 2844 independent reflections 1869 reflections with I > 2(I) R int = 0.023 3 standard reflections frequency: 120 min intensity decay: none Refinement R[F 2 > 2(F 2 )] = 0.049 wR(F 2 ) = 0.164 S = 1.01 2844 reflections 191 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz; (ii) Àx; Ày þ 1; Àz; (iii) Àx; y À 1 2 ; Àz þ 1 2 ; (iv) x; y þ 1; z. Cg1 and Cg2 are centroids of the C1-C6 andC10-C15 rings, respectively. Data collection: CAD-4 Software (Enraf-Nonius, 1985) ; cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) . Comment Nowadays, pyrazolidin-3-one and its derivatives used as pesticide have been developed most quickly, such as antiseptic (Prakash et al., 2008) , insecticide (Nonaka, 2003) and herbicide (Mabuchi & Ohtsuka, 1999) . We report herein the crystal structure of the title compound.
In the molecule of the title compound ( Fig. 1) , the bond lengths (Allen et al., 1987) and angles are within normal ranges.
Rings A (C1-C6) and C (C10-C15) are, of course, planar, and they are oriented at a dihedral angle of 88.61 (3)°. The five-membered ring B (N1/N2/C7-C9) adopts envelope conformation with C7 atom displaced by 0.363 (3) Å from the plane of the other ring atoms. The intramolecular C-H···N hydrogen bonds (Table 1 ) results in the formations of two planar five-membered rings D (N1/N2/C4/C5/H5A) and E (N1/C7/C10/C11/H11A), in which they are oriented with respect to the adjacent rings at dihedral angles of A/D = 4.87 (3) and C/E = 0.86 (3)°. So, rings C and E are coplanar, while A and D are nearly coplanar.
In the crystal structure, intermolecular N-H···O and C-H···F hydrogen bonds (Table 2) (Bernstein et al., 1995) , in which they may be effective in the stabilization of the structure. The weak C-H···π interactions (Table 1 ) may further stabilize the structure.
Experimental
The title compound was prepared according to the literature method (Liu et al., 2008) . Crystals suitable for X-ray analysis were obtained by dissolving the title compound (1.5 g) in ethyl acetate (25 ml) and evaporating the solvent slowly at room temperature for about 10 d.
Refinement
H atoms were positioned geometrically, with N-H = 0.86 Å (for NH) and C-H = 0.93, 0.98, 0.97 and 0.96 Å for aromatic, methine, methylene and methyl H, respectively, and constrained to ride on their parent atoms, with U iso (H) = xU eq (C,N), where x = 1.5 for methyl H and x = 1.2 for all other H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
0.0529 (9) 0.0421 (9) 0.0565 (9) 0.0060 (7) −0.0034 (7) 0.0017 (7) O2 0.0751 (11) 0.0584 (11) 0.0486 (9) −0.0018 (8) 0.0194 (8) −0.0099 (7) N1 0.0387 (9) 0.0295 (9) 0.0521 (10) 0.0020 (7) 0.0053 (7) −0.0001 (7) N2 0.0361 (9) 0.0319 (9) 0.0678 (11) −0.0014 (7) −0.0017 (8) 0.0030 (8) 
